hydrolyzing "motor," first discovered in S. cerevisiae.
has come up in other recent work as well. FACT, a complex involved in transcription elongation, was reAlso the SWR1 complex is named after its ATPase subunit Swr1 (for Swi2/Snf2 related). ATP-dependent recently shown to remove and reassemble H2A-H2B dimers during the act of transcription (Belotserkovskaya modeling machines have grown to be a large family of related proteins in all eukaryotic organisms. As the name et al., 2003). This puts FACT into a similar category as Spt6 which has been known as a histone chaperone for implies, they can remodel the structure of chromatin and support a dynamic state of the nucleofilament. The a while and was now found to restore chromatin in the wake of RNA polymerase II elongation (Kaplan et al., precise mechanism of remodeling appears to be distinct from one family to another, however. 
